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DENV2/DENV3 or 4

GTS2SP GTS3SP
TRBV CDR3 TRBJ Freq (%) TRBV CDR3 TRBJ Freq (%)
S 5-1 CASRLAASYNEQF 2-1 44.19
9 9 CASSGPRDGRGNEKLF 1-4 32.56 4-1 CASSQDPGLNEKLF 19.05
& 19 CASTKGFSGNTIY 1-3 11.63 24-1  |CATSDHSTSGRRNEQF 6.35
6-1 CASRLNRGPGEQY 2-7 11.63 11-2  |CASSLGAGDRSYEQY 6.35
20-1  |CSPLHRGQGETQY 4.76
TRBV CDR3 TRBJ Freq (%) 12-3/12-4 |CASSPSQETQY - 4.76
4-1 CASSQMTGTGELF 2-2 16.18 4-1 CASSQDPGLAGYEQY - 3.17
15 CATSRDRGISNYGYT 1-2 8.82 3-1 CASTPSAGLNNEQF -1 3.17
10-3  |CAIRAGTATYGYT 1-2 7.35 27 CASSSDRGSSPLH 1-6 3.17
9 CASSGNEQF 2-1 7.35 11-2  |CASSRGQGAYEQF - 3.17
11-2  |CASSLKGGWAYNEQF 2-1 5.88 0 11-2  |CASSPSQGDQPQH - 3.17
15 CATSRERKGTDTEAF 1-1 4.41 E 11-2  |CASRVGQGNTEAF - 3.17
10-3  |CAISDGAGTETQY 2-5 4.41 & 4-1 CASSQDPGLAGPEQF 1.59
9 CASSAGTGGGDQPQH 1-5 2.94 28 CASSQYAGINEKLF 1.59
7-3 CASSPFSGGSTGELF 2-2 2.94 11-2  |CASSLGAGADYEQY 1.59
7-2 CASSFGTGSTGELF 2-2 2.94 4-1 CASSQDPGLNSPLH 1.59
4-1 CASSQSQGTYYEQY 2-7 2.94 3-1 CASSQLAGIVDTQY - 1.59
10-3  |CAISESPTONTIY 1-3 2.94 27 CASSLVGSKNIQY - 1.59
9 CASSGMGDEQF 2-1 2.94 11-2  |CASSLGGTDYEQY - 1.59
9 CANPIEGNEQF 2-1 2.94 11-2  |CASSLGPSGGELF - 1.59
§ 9 CASSGVGGLASNEQF 2-1 1.47 11-2  |CASSLGGTDQPQH - 1.59
S 4-1 CASSQTDGTIFYEQY 2-7 1.47 11-2  [cASsSTGVSYEQY - 1.59
o 12-5  |CASGRTGPPNLWQF 2-1 1.47
9 CASKGSGDSTDTQY 2-3 1.47 11-2  |CASSSGPEDEQF 2-1 1.59
9 CASSPQTGVDGELF 2-2 1.47
- CASSALAGGYNEQF 2-1 1.47
- CASSAPAGGGKEQF 2-1 1.47 [ mrev ] CDR3 [ mrBs [ Freq (%) |
- CASSFGTGVTGELF 2-2 1.47 12-3/12-4 |CASSWPEETQY 2-5 30.16
9 CASSGTGTRNEQF 2-1 1.47
4-1 CASSGLADYNEQF 2-1 1.47 28 CASSFGLAGVYRY 2- 11.11
9 CASSGQIDNEQF 2-1 1.47 9 CASSGGAAYEQY 2- 11.11
9 CASSGSGTIEQF 2-1 1.47 12-3/12-4 |CASSPSQDTEAF 1- 6.35
6-2/6-3 |CASSYSIPDTQY 2-3 1.47 o | 12-3/12-4 |CASSFLGDTYEQY 2- 4.76
9 CASSPGTGEQY 2-7 1.47 9 6-6 CASRSPEMGQGNTGELF 2- 3.17
9 CASSGEGSLQY 2-4 1.47 & 11-2  |CASSHGGSGYGYT 1- 3.17
9 CASSAEGAEQF 2-1 1.47 11-2  |CASSFIQGNTEAF 1- 3.17
9 CASSVGDEQY 2-7 1.47
12-3/12-4 |CASSLGAGTQETQY 2-5 1.59
TRBV CDR3 TRBJ Freq (%) 20-1  |CSVARGGSDQPQH 1-5 1.59
o 4-1 CASSQRSRDRGAF 1-1 87.18 29-1  |CSAINRGDTEAF 1-1 1.59
9| 6-2/6-3 |cassyTFRDTRETOY 2-5 10.26 11-2  |CASSLGPEVELF 2-2 1.59
&| 6-2/6-3 |cassyrrroakETQY 2-5 1.28
4-1 CASSQRSRDGGAF 1-1 1.28

Supplementary Figure 4 TRBV and TRBJ usage,
and clonotype frequency are shown for CD3*CD8'CD14 CD19™ HLA-A*11:01-
GTS2 or HLA-A*11:01-GTS3/4 tetramer® populations isolated from patients

sequentially

CDR3p amino acid sequence,

infected with various combinations of DENV2/3/4. Recurrent

clonotypes are highlighted in color. SP, single positive; GTS3, GTS3/4 (blue type).



